CWS/4l7
ANNEX Il, page 81

ST.26 - ANNEX Il
SEQUENCE LISTING SPECIMEN (XML file)
Final Draft

Proposal presented by the SEQL Task Force for consideration and adoption at the CWS/4

<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26SequenceListing PUBLIC "-//WIPO//DTD SEQUENCE LISTING 1.0//EN"*
ST26SequenceListing_V1_0.dtd">
<ST26SequencelListing dtdVersion="V1_0" fileName="Annexl11_Sequence_Listing_Specimen.xml"
softwareName=""SEQL-software-name" softwareVersion="1.0" productionDate="2013-12-17"">
<Applicationldentification>
<IPOffTiceCode>IB</IPOfficeCode>
<ApplicationNumberText>PCT/1B2015/099999</ApplicationNumberText>
<FilingDate>2015-01-31</FilingDate>
</Applicationldentification>
<ApplicantFileReference>AB123</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>1B</IPOfficeCode>
<ApplicationNumberText>PCT/1B2014/111111</ApplicationNumberText>
<FilingDate>2014-01-30</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode=""JA">HFEME#NX R4t </ApplicantName>
<ApplicantNameLatin>Shutsugan Pharmaceuticals Kabushiki Kaisha</ApplicantNameLatin>
<InventorName languageCode="JA">%§3F KER</InventorName>
<InventorNameLatin>Taro Tokkyo</InventorNameLatin>
<InventionTitle languageCode=""JA">efgAV/{VEDRHDI D Rabcd-1EEF</InventionTitle>
<InventionTitle languageCode="EN">Mus musculus abcd-1 gene for efg protein
</InventionTitle>
<SequenceTotalQuantity>11</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>133</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>
atgaaattaaaacataaaarggatgataaaatgagatttgatataaaaaaggttttagagttagcagagaaggattttgaga
cggcatggagagagacaagggcattaataaaggataaacatattgacaata</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>29</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
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<INSDFeature>
<INSDFeature_key>SOURCE</INSDFeature_key>

<INSDFeature_location>1..29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>Synthetic peptide antigen fragment
</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_Tfeature-table>
<INSDSeq_sequence>GSLSDVRKDVEKR IDKALEAFKNKMDKEK</ INSDSeq_sequence>
</ INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">
<INSDSeg>
<INSDSeq_length>62</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..62</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>CDS</INSDFeature_key>
<INSDFeature_location>3..62</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>translation</INSDQualifier_name>
<INSDQualifier_value>MLAPDCPFDPTRIYSSSLC</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>protein_id</INSDQualifier_name>
<INSDQualifier_value>4</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

</INSDSeq_Tfeature-table>
<INSDSeq_sequence>tgatgctcgcacctgactgtcccttcgaccccacacgcatttatagctccagectgtgctag

</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>19</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
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<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>SOURCE</ INSDFeature_key>
<INSDFeature_location>1..19</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQual i fier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>Homo sapiens</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>MLAPDCPFDPTRIYSSSLC</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeqg>
<INSDSeq_length>133</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..133</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Solanum lycopersicum</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>common name: tomato</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>modified_base</INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>mod_base</INSDQualifier_name>

<INSDQualifier_value>i</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>modified_base</INSDFeature_key>
<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>mod_base</INSDQualifier_name>
<INSDQualifier_value>0THER</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>xanthine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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<INSDFeature>
<INSDFeature_key>variation</INSDFeature_key>
<INSDFeature_location>60</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>replace</INSDQualifier_name>
<INSDQualifier_value>c</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>
atgaaattaaaacanaaaaggnatgataaaatgagatttgatataaaaaaggttttagagttagcagagaaggattttgaga
cggcatggagagagacaagggcattaataaaggataaacatattgacaata</INSDSeq_sequence>
</ INSDSeqg>
</SequenceData>
<SequenceData sequencelDNumber="6">
<INSDSeg>
<INSDSeq_length>29</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_Tfeature-table>
<INSDFeature>
<INSDFeature_key>SOURCE</INSDFeature_key>
<INSDFeature_location>1..29</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>Synthetic peptide antigen fragment

</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>MOD_RES</INSDFeature_key>
<INSDFeature_location>3</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>N-acetylalanine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>7</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQual ifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>0rn</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>
<INSDFeature_location>13</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
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<INSDQualifier_value>D-Arginine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>UNSURE</ INSDFeature_key>
<INSDFeature_location>15</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>A or V</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>VARIANT</INSDFeature_key>
<INSDFeature_location>20</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>l, A, F, Y, alle, Melle, or Nle
</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>SITE</INSDFeature_key>

<INSDFeature_location>22</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>NOTE</INSDQualifier_name>
<INSDQualifier_value>Homoserine</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>GSASDVXKDVEKR I XKALEXFSNKMDKSK</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length/>
<INSDSeq_moltype/>
<INSDSeq_division/>
<INSDSeq_sequence>000</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeqg>
<INSDSeq_length>74</INSDSeq_length>
<INSDSeq_moltype>RNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..74</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Dengue virus 2</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic RNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
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</INSDSeq_feature-table>
<INSDSeq_sequence>
atgaaattaaaacataaaagggatgataaaatgagatttgatataaaaaaggttttagagttagcagagaagga
</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>120</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..120</INSDFeature_Jlocation>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic construct</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>other DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>1..60</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>DNA fragment</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>misc_feature</INSDFeature_key>
<INSDFeature_location>61..120</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>RNA fragment</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>
cgacccacgcgtccgaggaaccaaccatcacgtttgaggacttcgtgaaggaattggataatacccgtccctaccaaaatgg
cgagcgccgactcattgctcctcgtaccgtcgagcgge</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10"">
<INSDSeg>
<INSDSeq_length>288</INSDSeq_length>
<INSDSeq_moltype>DNA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..288</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Candida albicans</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>



CWS 4/7
Annex Il, page 87

<INSDQualifier_name>mol_type</INSDQualifier_name>
<INSDQualifier_value>genomic DNA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>CDS</INSDFeature_key>

<INSDFeature_location>1..288</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>
<INSDQualifier_name>translation</INSDQualifier_name>
<INSDQualifier_value>
MNLTLHNVIQTDSRGEKFMKIPETY IRGIHIKYLRIPDD IMGYAKEQSMINMENRNRYQKRRGTSS
GGGGGGGGGSGDSRRFNNRQSHGHNYGRR</ INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>transl_table</INSDQualifier_name>
<INSDQualifier_value>12</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>protein_id</INSDQualifier_name>
<INSDQualifier_value>11</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_Tfeature-table>
<INSDSeq_sequence>
atgaatttaaccttacataatgttatacaaaccgattcccgaggtgagaaatttatgaaaattcccgaaatatatattcgtg
gtatacatattaaatatttaagaattcctgatgatattatgggatatgcaaaagaacaaagtatgataaatatggaaaatag
aaatcgataccaaaaaagaagaggtactagcagtggtggtggtggtggtggtggtggtggaagtggtgattcaagaaggttt
aataatagacaactgcatggacataattatggacgtagatga</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>95</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>SOURCE</ INSDFeature_key>
<INSDFeature_location>1..95</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>
<INSDQualifier_name>0RGANISM</INSDQualifier_name>
<INSDQualifier_value>Candida albicans</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier>
<INSDQualifier_name>MOL_TYPE</INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>
<INSDSeq_sequence>
MNLTLHNVIQTDSRGEKFMKIPEIY IRGIHIKYLRIPDD IMGYAKEQSMINMENRNRYQKRRGTSSGGGGGGGGGSGDSRRF
NNRQSHGHNYGRR</ INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26SequencelListing>

[Annex IV to ST.26 follows]



